
We have a 3130xl  Genet ic Analyzer f rom 
Appl ied Biosystems. This instrument is 
f luorescence based genet ic analyzing 
system where the genotyping methods 
are based on the siz ing of  f luorescent ly 
labeled DNA fragments. 

The appl ied biosystems 3130xl  is  capable 
of  per forming sequencing and fragment 
analysis of  appl icat ions l ike microsatel l i te 
or shor t  Tandem Repeats (STR),  AFLP, 
LOH, SNP, rapid sequencing, standard 
sequencing de novo sequencing and 
resequencing.

The sequencer is typical ly set  up for rapid 
sequencing and fragment analysis but 
upon request,  we can instal l  50cm array 
for  standard sequencing (≤900bp) but th is 
can typical ly give a read of  ≤1200bp.

Avai lable data sof tware sequencing 
analysis Software v5.2,  CodonCode 
Al igner and Genemapper v4.0 for 
Fragment Analysis.  The system uses POP7 
as wel l  as POP6 but most ly POP7 as i ts 
separat ion matr ix.

With an instrument protocol  which gives 
a shor ter read length and al lows for 
maximum throughput,  the 16 capi l lary 
array of  the 3130xl  genet ic analyzer can 
run up to 384 samples in 24hours.

We welcome users that  are interested 
in running Sequencing and Fragment 
Analysis.
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Examples of  Sequencing Analysis 
Runs we have done: 

PCR Product of  Maize

Examples of  Fragment Analysis Runs 
we have done:

Cucumber Mosaic Virus

Two SSRs:Four indiv iduals 

Contact us:
Dr Michael Abberton 
Head, Bioscience Center
PMB 5320 Oyo Road, Ibadan Niger ia
Phone via USA: +1-201 6336094 Ext.  2422
Phone direct:  +234 2 751 7472 Ext.  2422
Emai l :  M.Abber ton@cgiar.org 

Lab Manager
Phone via USA: +1-201 633 6094 Ext.  2307
Phone direct:  + 234 2 751 7472 Ext.  2307
Mobi le:  +2348039784113 
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